Siml, a type II restriction endonuclease, has been isolated from Staphylococcus iniermedius 6H using heparin and hydrooxyapatite chromatographic steps. The crude extract contained -3000 U Siml per gram of cells.
Three cleavage positions of Siml on pUC19 DNA (-999, 1480 and 1768) have been mapped by double digests with enzymes Bgll, /tccl 131 (isoschizomer of Seal), Sail, Pvul, NmGl (isoschizomer of Earn 11051) and Mly 1131 (isoschizomer of Nari). A homology search has revealed that pentanucleotide sequence 5'-GGGTC-3' was located at these positions. The recognition sequence has been confirmed by comparison of cleavage patterns generated with Siml on commonly used DNAs ( To confirm the cleavage point of the Siml restriction endonuclease an additional experiment was carried out. Figure 3 shows the results of a Siml digest of the oligonucleotide duplex:
5'-GArCGCGArCGCGGGTCCCACATATGGTCGACrC-3' 3'-CTAGCGCTAGCX}CCCAGGGTGTATACCAGCTGAG-5' one of the strands of which was 32 P-labelled. The resulting fragments are identical to those obtained using restriction endonuclease BmelSl (recognition sequence 5'-GlGWCC-30.
The new enzyme may be widely used in genetic engineering because the cohesive ends produced by Sim\ (which is not a palindrome-recognizing enzyme) are compatible with the ends produced by palindrome-recognizing restriction enzymes Avail, PpuMl and Rsrll. 
